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phagosome maturation (GO:0090382)
long-chain fatty-acyl-CoA metabolic process (GO:0035336)
positive regulation of T cell mediated cytotoxicity (GO:0001916)
regulation of T cell mediated cytotoxicity (GO:0001914)
uronic acid metabolic process (GO:0006063)
glucuronate metabolic process (GO:0019585)
reproduction (GO:0000003)
establishment of protein localization to Golgi (GO:0072600)
arachidonic acid secretion (GO:0050482)
icosanoid secretion (GO:0032309)
response to muramyl dipeptide (GO:0032495)
negative regulation of leukocyte mediated cytotoxicity (GO:0001911)
negative regulation of cell killing (GO:0031342)
positive regulation of actin filament polymerization (GO:0030838)
regulation of regulated secretory pathway (GO:1903305)
actin nucleation (GO:0045010)
Arp2/3 complex-mediated actin nucleation (GO:0034314)
membrane assembly (GO:0071709)
acid secretion (GO:0046717)
pinocytosis (GO:0006907)
negative regulation of thymocyte apoptotic process (GO:0070244)
sequestering of actin monomers (GO:0042989)
protein kinase C signaling (GO:0070528)
positive regulation of hemostasis (GO:1900048)
positive regulation of blood coagulation (GO:0030194)
spliceosomal snRNP assembly (GO:0000387)
respiratory electron transport chain (GO:0022904)
electron transport chain (GO:0022900)
mitochondrial ATP synthesis coupled proton transport (GO:0042776)
ATP biosynthetic process (GO:0006754)
energy coupled proton transport, down electrochemical gradient (GO:0015985)
ATP synthesis coupled proton transport (GO:0015986)
oocyte development (GO:0048599)
cysteine metabolic process (GO:0006534)
hemoglobin metabolic process (GO:0020027)
regulation of skeletal muscle contraction (GO:0014819)
tRNA methylation (GO:0030488)
synapsis (GO:0007129)
porphyrin-containing compound metabolic process (GO:0006778)
porphyrin-containing compound biosynthetic process (GO:0006779)
tetrapyrrole biosynthetic process (GO:0033014)
tRNA modification (GO:0006400)
cellular component biogenesis (GO:0044085)
ribonucleoprotein complex biogenesis (GO:0022613)
ncRNA processing (GO:0034470)
ribosome biogenesis (GO:0042254)
rRNA processing (GO:0006364)
rRNA metabolic process (GO:0016072)
ribosomal large subunit biogenesis (GO:0042273)
maturation of SSU-rRNA (GO:0030490)
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