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News

2018-11-07: Congratulations to Meifang Qi for successfully defending her
doctor's dissertation.

2018-11-01: Congratulations to Meiyue Wang for publication of "Genome-
wide probing RNA structure with the modified DMS-MaPseq in Arabidopsis”
in Methods.

2018-10-11: Congratulations to Jingfei Cheng for publication of "Polycomb
repressive complex 2 attenuates ABA-induced senescence in Arabidopsis” in
the Plant Journal.

2018-09-26: Congratulations to Yuejun Wang for successfully defending her
doctor's dissertation.
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1. Jia J**, Xie Y#, Cheng J#, Kong C#, Wang M, Gao L, Zhao F, Guo J, Wang K, Li G, Cui D, Hu T, Zhao G*,
Wang D*, Ru Z*, Zhang Y*. (2021) Homology-mediated Inter-chromosomal Interactions in Hexaploid
Wheat Lead to Specific Subgenome Territories Following Polyploidization and Introgression. Genome
Biology 22:26

2. 2. Wang M# Li Z#, Zhang Y# Zhang Y# Xie Y, Ye L, Zhuang Y, Lin K, Zhao F, Guo J, Teng W, Zhang W,
Tong Y, Xue Y*, Zhang Y*. (2021) The epigenomic atlas delineates the specificity of subgenome-
divergent development and stress responses encoded in wheat regulatory elements. Plant Cell koab028

3. Li Z#, Wang M#, Lin K¥, Xie Y# Guo J, Ye L, Zhuang Y, Teng W, Ran X, Tong Y, Xue Y, Zhang W* and

Zhang Y*. (2019) The bread wheat epigenomic map reveals distinct chromatin architectural and
evolutionary features of functional genetic elements. Genome Biol 20, 139
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1. Qi M# Li Z* Liu C*, HuUW, Ye L, Xie Y, Zhuang L, Zhao F, Teng W, Zheng Q, Fan Z, Xu L, Lang Z, Tong
Y*,and Zhang Y. (2018) CGT-seq: epigenome-guided de novo assembly of the core genome for divergent
populations with large genome, Nucleic Acid Research, gky522.

2. Ran X#, Zhao F#, Wang Y#, Liu J, Zhuang Y, Ye L, Qi M, Cheng J, Zhang Y* (2020) Plant Regulomics:
A Data-driven Interface for Retrieving Upstream Regulators from Plant Multi-omics Data, The Plant
Journal, 101:237
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RESEARCH RESEARCH
RESEARCH ARTICLE SUMMARY RESEARCH ARTICLE SUMMARY

WHEAT GENOME WHEAT GENOME

Shifting the limits in wheat research  The transcriptional landscape
and breeding using a fully annotated polyploid wheat
reference genome

International Wheat Genome Sequencing Consortium (IWGSC)*
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